Key indicators: single-crystal X-ray study; T = 98 K; mean (C-C) = 0.003 Å; R factor = 0.047; wR factor = 0.119; data-to-parameter ratio = 17.7.
The piperidone ring in the title compound, C 12 H 15 NO 3 S, has a slightly distorted half-chair conformation with the methyl, carbonyl and phenylsulfonyl ring substituents occupying equatorial, equatorial and axial positions, respectively. Molecules are connected into centrosymmetric dimers via C-HÁ Á ÁO interactions and these associate into layers via C-HÁ Á ÁO-S contacts. Further C-HÁ Á ÁO interactions involving both the carbonyl and sulfonyl O atoms consolidate the crystal packing by providing connections between the layers.
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Data collection: CrystalClear (Rigaku, 2005) ; cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SIR92 (Altomare et al., 1999) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEPII (Johnson, 1976) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: SHELXL97.
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Comment
The title compound (I), Fig. 1 , was studied as a part of an on-going investigation of conformational and electronic aspects of different classes of β-keto-sulfones, i.e. α-phenylsulfonyl -acetones, -acetophenones and -cyclohexanones, utilizing spectroscopic, theoretical and X-ray diffraction methods (Dal Colle et al., 1995; Zukerman-Schpector et al., 1999; .
The piperidone ring has a slightly distorted half-chair conformation with a tendency towards a half-boat conformation:
the ring-puckering parameters are q 2 = 0.340 (2) Å, q 3 = 0.332 (2) Å, QT = 0.476 (2) °, φ 2 = -145.0 (3)° (Cremer & Pople, 1975) . The ring substituents, i.e. N-methyl, C-carbonyl and C-phenylsulfonyl, occupy equatorial, equatorial and axial positions, respectively.
The crystal packing is dominated by C-H···O interactions, Table 1 . Centrosymmetrically related molecules of (I) are connected into dimeric aggregates via C2-H···O1 contacts and these are linked into layers stacked along (1 0 1) via C6-H···O2 contacts. Connections betweem layers are also of the type C-H···O and serve to consolidate the crystal packing.
Experimental
Initially, the 3-phenylsulfanyl-1-methyl-2-piperidone was obtained from the reaction of 1-methyl-2-piperidinone and diphenyl disulfide with LDA in THF as described in the literature (Zoretic and Soja, 1976) . The product was oxidized with H 2 O 2 and SeO 2 (as catalyst) in methanol (Drabowicz et al. 1983) to give compound (I). After extraction with chloroform and subsequent evaporation, a crude solid was obtained. This product was subjected to flash chromatography with a solution of ethyl acetate and acetone in a 7:3 ratio. Suitable crystals were obtained by vapor diffusion from chloroform/n-hexane at 283 
Refinement
All H atoms were included in the riding-model approximation with C-H = 0.95 -1.00 Å, and with U iso (H) = 1.5U eq (methyl-C) or 1.2U eq (remaining-C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.76305 (5) (8) 0.0001 (7) 0.0008 (7) −0.0005 (7) C4 0.0218 (9) 0.0215 (9) 0.0178 (8) 0.0016 (7) 0.0015 (7) 0.0027 (7) C5 0.0242 (9) 0.0193 (9) 0.0174 (8) −0.0015 (7) 0.0043 (7) 0.0044 (7) C6 0.0187 (9) 0.0233 (10) 0.0205 (8) −0.0054 (7) 0.0039 (7) 0.0003 (7) C7 0.0180 (8) 0.0145 (8) 0.0194 (8) 0.0015 (7) 0.0090 (7) 0.0004 (7) C8 0.0192 (9) 0.0192 (9) 0.0232 (9) −0.0026 (7) 0.0096 (7) −0.0035 (7) C9 0.0197 (9) 0.0254 (10) 0.0191 (8) −0.0010 (7) 0.0072 (7) −0.0037 (7) C10 0.0230 (9) 0.0243 (10) 0.0205 (8) 0.0027 (8) 0.0113 (7) 0.0037 (7) C11 0.0204 (9) 0.0180 (9) 0.0274 (9) −0.0019 (7) 0.0120 (7) 0.0002 (7) C12 0.0173 (8) 0.0170 (9) 0.0214 (8) −0.0014 (7) 0.0061 (7) −0.0018 (7) Geometric parameters (Å, °) S1-O3 1.4457 (15) C5-H5A 0.9900 S1-O2 1.4472 (15) C5-H5B 0.9900 S1-C7 1.7674 (18) C6-H6A 0.9800 S1-C2 (2) 
